Advancing Connexin 40 as a Therapeutic Target in Pulmonary Hypertension

UC SDiego

Skaggs School of Pharmacy
and Pharmaceutical Sciences

A. Momtaz, N. Sharma, S. Bandi, C. Furukawa, A. Ramachandran, B. Bridgelal, |I. Kufareva
Kufareva Lab * SSPPS * UC San Diego

Background Based on multiple IF images, how well does a connexin

1, variant form GJ plaques at cell-cell contacts?

How can we detect permeability and use it as a
proxy for Connexin function?
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How do we increase Cx40 Expression?

Final Workflow
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